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Year 

1994:  Scales  (Patton et al., 1998)  - 1,204 samples 

1994-1995:  Allozymes (Wilmot et al., 1998)  -  457 (1994) and  
       1,680 (1995) samples 

1996:  Allozymes (Seeb et al., 2004) – Eastern shelf 

2005–2013:  Microsatellites - 1,084 (2005), 1,367 (2006), 1,279 (2007), 629 (2008),  
      1,437 (2009), 1,048 (2010), 1,472 (2011), 673 (2012), 4,123 (2013) samples 

Chum Salmon Bering Sea Bycatch 



DFO Microsatellite Chum Salmon Baseline 

Beacham et al., 2009 



Our Stock Groupings 

SE ASIA 

NE ASIA E.GOA/PNW 
SW AK 

W AK Up/Mid Yukon 
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Statistical week 

Bycatch (125,174)
Genetic samples (4,123)

A B 

2013 Chum Salmon Bering Sea Bycatch 



2013 Chum Salmon Bering Sea Bycatch 
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Number of 'B'season chum salmon bycatch per vessel 

Correlation coefficient, r > 0.99 



Chum Salmon Bering Sea Bycatch - Proportions 
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Chum Salmon Bering Sea Bycatch – Numbers 
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Reporting area Time period Number of 
samples 

517 Early    304 
517 Middle 1,004 
517 Late    473  

2013 Chum Salmon Bering Sea Bycatch 
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CIAP-WASC chum salmon collections 

Objective 1 
– Genotype samples 

from each of 32 
collections at pre-
existing and new 
microsatellite 
markers. 
 

Objective 2 
– Genotype mixture 

samples from lower 
Yukon and 
Kuskokwim rivers. 

Goal II 
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Total

"A"

"B"

1979-1982:  Scales (Myers and Rogers, 1988) 

1997-1999:  Scales (Myers et al., 2004) 

2005 “B” - 2006:  SNPs (ADF&G, Chinook Salmon EIS) 

2007 – 2014:  SNPs – 867 (2007 “B”), 863 (2008), 386 (2009), 826 (2010), 
 2,473 (2011), 1,111 (2012), 1,246 (2013), 1,385 (2014) samples. 
 

Chinook Salmon Bering Sea Bycatch 



Templin et al., 2011 



Templin et al., 2011 



2014 Chinook Salmon Bering Sea Bycatch 



Chinook Salmon Bering Sea Bycatch - Proportions 



Genetic Stock Composition Analysis to the Chinook 
Salmon Bycatch Samples from the 2014 Gulf of 
Alaska Trawl Fishery 
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2005 – 2006:  SNPs – 219 (Winter 2006), 62 (Summer 2005-6), 127 (Fall 
2005-6) samples 

Chinook Salmon GOA Bycatch 

2010 – 2014:  SNPs – 161 (2010), 240 (2011), 948 (2012), 693 (2013), and 
1,163 (2014) samples. 



2014 Chinook Salmon GOA Bycatch - Pollock 



Chinook Salmon GOA Bycatch - Pollock 



Rockfish – GOA Chinook Bycatch 
2013:  2,029 samples genotyped,  May - Nov, 2013 
2014:  398 samples genotyped,  May - Nov, 2014 



Arrowtooth Flounder – GOA Chinook Bycatch 
2013:  279 samples genotyped, April – May, 2014 
2014:  404 samples genotyped,  April - May, 2014 
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